
 
SUPPLEMENTARY MATERIAL 
 
 
The 155 bp S/MAR module 
 
 
S/MARs represent base-unpairing regions (BUR)1 which, according to certain 

requirements (destabilization and spacing of individual UEs, over-all length of the 

BUR) associate with specialized proteins (SAF-A)2 and support dynamic association3 

of any linked gene with the nuclear matrix. 

Using these criteria, we have designed artificial S/MARs based on the 

oligomerization of  naturally occurring UEs. One example is a 155 bp module with a 

25 bp linker for oligomerization, called “VII” which comprises the core-unpairing 

element (CUE)4 of the human interferon upstream S/MAR5.  

 

 
 

Figure 1 
A) Complete DNA sequence of the artificial S/MAR monomer, bold 155bp S/MAR module, 

light 25bp linker for oligomerization 
B) Visualization of AT-rich stretches in the S/MAR module 
 


